
Units

NameValuePair

-name:String

-value:Value

-valueStatic:boolean

<< constructor >>+NameValuePair(name:String,value:Value):void

SimpleValue

-value:double

-units:Units

<< constructor >>+SimpleValue(value:double):void

UncertainValue

-standardDeviation:double

-min:double

-max:double

-probabilityInRegion:double

-meanValue:double

-units:Units

+getValue():double

+setValue(value:double):void

CelleratorModel

+name:String

+reactions:SymbolicReaction[*]

+reactants:SymbolicReactant[*]

<< constructor >>+CelleratorModel(name:String):void

SymbolicReactant

-reactant:Reactant

-symbol:String

<< constructor >>+SymbolicReactant(reactant:Reactant,symbol:String):void

NameSymbolPair

-name:String

-symbol:String

<< constructor >>+NameSymbolPair(name:String,symbol:String):void

SymbolicReaction

-symbol:String

-reaction:Reaction

-parameters:NameSymbolPair[*]

<< constructor >>+SymbolicReaction(reaction:MathematicalReaction,parameters:Collection):void

<< constructor >>+SymbolicReaction(symbol:String,reaction:MathematicalReaction,parameters:Collection):void

CelleratorParameterSet

+name:String

+parameters:NameValuePair[*]

<< constructor >>+ParameterSet(name:String,parameters:Collection):void

parameterSets+*

Model

-name:String

-reactions:Reaction[*]

-sources:KnowledgeSource[*]

-reactants:Reactant[*]

-initialConditions:InitialConditions[*]

-parameters:ParameterSet[*]

-SMELayout:Layout[*]

-reactionGroups:ReactionGroup[*]

-extendedDescription:String

-keywords:StringParameter[*]

-license:License

-uniqueSigmoidDBID:int

-comment:String

-compartments:Compartment[*]

-modelStatus:int

-modelLogandNotes:StringElement[*]

-author:Author[*]

-associatedFiles:StringParameter[*]

-inlineFunctions:InlineFunction[*]

<< constructor >>+Model(name:String):void

+PrintStuff():void

<< interface >>

Value

+getUnits():Units

+setUnits(units:Units):void

+getValue():double

+setValue(value:double):void

SymbolicValue

-AST:SyntaxTree

-units:Units

+getValue():double

+setValue(value:double):void

SyntaxTree

-root:SyntaxTreeNode

<< interface >>

SyntaxTreeNode

+eval():double

FunctionNode

-args:SyntaxTreeNode[*]

-name:String

+eval():double

ConstantNode

-value:double

+eval():double

VariableNode

-name:String

+eval():double

BindingPair

-reactant1:Reactant

-reactant2:Reactant

SIDerivedUnit

-name:String

-coeficient:double

-kelvin:int

-kilogram:int

-meter:int

-second:int

-candela:int

-mole:int

-ampere:int

SIBaseUnit

-name:String

-exponent:int

Meter

(discriminator)

Mole Candela KilogramKelvin Second Ampere

UserUnit

-name:String

-exponent:int

DerivedUnit

-units:Units[*]

-coeficient:double

Coordinates

Cartesian2D

-x:double

-y:double

Cartesian3D

-z:double

AdjacencyMatrix

-name:String

CuboidMatrix

Quantity

-amount:double

-units:Units

Parameter

-owner:ParameterSet

-units:Units

IntParameter

-value:int

DoubleParameter

-value:double

-variableRefenceName:String

StringParameter

-value:String

BooleanParameter

-value:boolean

IntVector

-elements:IntParameter[*]

DoubleVector

-elements:DoubleParameter[*]

ParameterSet

-name:String

-uniqueSigmoidDBID:int

-author:String

InitialConditions

-conditions:NameValuePair[*]

RateConstants

-variableDeclarations:NameValuePair[*]

Layout

-nodes:LayoutNode[*]

LayoutNode

-postition:Cartesian2D

-icon:String

-nodeName:String

-owner:LayoutNode

-expandable:boolean

-isHidden:boolean

-size:Cartesian2D

-edgesHidden:boolean

GeneOntologySource

-name:String

-nameSets:ParameterSet[*]

-components:GeneOntologyComponent[*]

-processes:GeneOntologyProcess[*]

-functions:GeneOntologyFunction[*]

-sourceURL:String

-license:License

-uniqueSigmoidDBID:int

-comment:String

-sources:KnowledgeSource[*]

License

-license:String

-comment:String

RateFunction

-function:String

NVPbyCompartment

-compartment:Compartment

Author

-name:String

-email:String

-institution:String

-phone:String

-comments:StringElement[*]

Optimization

-lambda:DoubleParameter

-lambda_mem_length_u:DoubleParameter

-lambda_mem_length_v:DoubleParameter

-initial_temp:DoubleParameter

-criterion:DoubleParameter

-theta_factor:DoubleParameter

-init_temp_update:DoubleParameter

-theta_min:DoubleParameter

-penaltyCoef:DoubleParameter

-initial_moves:DoubleParameter

-tau:DoubleParameter

-freeze_count:DoubleParameter

-update_S_skip:DoubleParameter

-param_interval:DoubleParameter

-answer_interval:DoubleParameter

-seed:DoubleParameter

ExperimentalDataset

-reactantData:ReactantData[*]

ReactantData

-reactant:Reactant

-timeCourse:TimeValuePair[*]

TimeValuePair

-time:Value

-value:Value

InlineFunction

-code:String

-name:String
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